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TOM TAT

Nghién ctru dac diém di truyén gen E cua virus tembusu trén vit tai huyén Tam Nong, Thap Muoi va
Chau Thanh tinh Péng Thap dugc thuc hién tir thang 7/2024 dén thang 11/2024 trén 360 ho chan nudi vit.
Sau khi xac dinh dugc cic mau xét nghiém c6 két qua duong tinh véi TMUV bang phuong phap RT-PCR,
tién hanh chon 6 mau dai dién cho cac dia phuong va dat yéu cau xét nghiém, dé thuc hién giai trinh ty
gen E cia TMUV. Két qua nghién ctru cho thiy 6 ching TMUV & tinh Ddng Thap c¢6 ty 1é twong dong
nucleotide va amino acid rit cao lan luot 13 95,3-98,9% va 99,4-99.7%. Bbn chung TMUYV phan lap tai Viét
Nam: TMUV/CTU2024/DT01, DT02, DT05, DT06 tao thanh mdt nhanh riéng biét 1a sub-cluster 2.1b véi
bootstrap rat cao (97—-100), va sub-cluster 2.1c (TMUV/CTU2024/DT03, DT04) thé hién sy tién hoa gan
gili voi cac ching TMUV & Thai Lan va tach biét hoan toan khoi nhém TMUV ¢ Trung Qubc. Két qua nay
khang dinh su da dang di truyén cia TMUV luu hanh tai Dong Thap, dong thoi cung cap dit liéu quan trong
phuc vu giam sat dich t& va dinh hudng chién luge phong chéng bénh trén dan vit do TMUYV ¢ Viét Nam.
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SUMMARY

Genetic characteristics of the E gene of tembusu virus in ducks from Tam Nong, Thap Muoi,
and Chau Thanh districts, Dong Thap province were investigated from July to November 2024 in
360 duck farms. After identifying tembusu virus-positive samples using RT-PCR, six representative
samples from the study sites that met sequencing requirements were selected for E gene sequencing.
The studied results revealed that the six isolates in Dong Thap province exhibited high nucleotide
similarity (95.3-98.9%) and hight amino acid identity (99.4-99.7%). Four TMUV isolated in Viet
Nam (TMUV/CTU2024/DTO01, DT02, DT05, DT06) formed a distinct phylogenetic branch within sub-
cluster 2.1b, with strong bootstrap support (97—100). The remaining two isolates (TMUV/CTU2024/
DTO03, DT04) belonged to sub-cluster 2.1c, showing a close evolutionary relationship with TMUV
in Thailand while being clearly separated from the Chinese TMUV lineage. These findings confirm
the genetic diversity of TMUV circulating in Dong Thap province and provide important data for
epidemiological surveillance and for developing effective prevention and control strategies in duck
populations in Viet Nam.
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