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TOM TAT

Tu huyét trung la mot trong nhirng bénh truyén nhiém quan trong nhét trén dong vat, dac bict ¢
gia suc do vi khuan Pasteurella multocida (P. multocida) gy ra. Bénh thuong tao ra cac dot bung
phat cép tinh, c6 thé khién vat nuéi tir vong nhanh chong néu khong dugc phat hién va can thi¢p kip
thoi. V& mat phan loai, P multocida dugc chia thanh nim nhom huyét thanh chinh (A, B, D, E, F)
dwa trén cau tric polysaccharide nang, va mdi nhém nay c6 kha ning xﬁm nhiém nhﬁ:ng vat chu dac
hiéu, giy ra cic hdi chimg bénh 1y khac nhau trén trau, bo, lon, gia cam... Phong chong va klem
soat tu huyét trung hiéu qua dugc xac dinh 14 wu tién hang dau trong nganh chin nudi cia moi qudc
gia, trong do viéc phat trién, sir dung vacxin va danh gia hi¢u qua 1a khau then chot. Trong nghién
ctru nay, chung toi tién hanh giai trinh tu gen va dinh danh chung tu huyét trung lon Ps1 dang dugc
lwu gitr va sir dung tai Trung tim Kiém nghiém thudc thi y Trung wong I. Két qua da xac dinh chiing
vi khuan Ps1 dang lwu giir 1a P multocida serotype B, mang day dii cac gen doc luc dic trung thpA,
pfhA, oma87 va ompH. Pay 14 co s& quan trong cho nghién ciru ché tao, kiém nghiém vacxin phong
bénh tu huyét trung & lon tai Viét Nam.

Twr khoa: Pasteurella multocida, pha hé, gen doc luc, serotype B.

Molecular characterization and virulence genes of Pasteurella multocida
strain Ps1 preserved in Viet Nam

Nguyen Trung Tien, Hoang Thi Thu Huong, Pham Quang Trung,
Tran Tien Quan, Dao Van Huan, Pham Thi Toi, Vu Thi My Hanh,
Pham Thi Kim Oanh, Ta Hoang Long, Doan Thi Thanh Huong,
Nguyen Thi Thu Hien, Do Thi Roan,Vu Ngoc Hieu

SUMMARY

Hemorrhagic septicemia is one of the most important infectious diseases in livestock, caused
by Pasteurella multocida (P. multocida). The disease often occurs in acute outbreaks and may
result in mortality rates of up to 100% in affected herds if not promptly controlled. Based on
capsular polysaccharide structures, P. multocida is classified into five major serogroups (A, B,
D, E, and F), each associated with host specificity and distinct pathological syndromes in cattle,
buffalo, pigs, and poultry. Effective prevention and control, particularly through the development
and application of vaccines, remain a global priority for animal health and livestock production.
In this study, we performed whole-genome sequencing and molecular identification of the
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2 Vién Sinh hoc - Vién Han 1am Khoa hoc va cong nghé Viét Nam
3 Vu Khoa hoc va Cong nghé - B6 Nong nghiép va Moéi trudng
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swine isolate Ps1, which has been preserved and utilized at the National Centre for Veterinary
Medicine Control No. 1. The results demonstrated that Ps1 belonged to P. multocida serotype B
and harbored key virulence-associated genes, including tbpA, pfhA, oma87, and ompH. These
findings provide essential scientific evidence to support the development and evaluation of
vaccines against hemorrhagic septicemia in pigs in Viet Nam.
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