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TOM TAT
Nghién ctru duge thyc hién nham xac dinh ty 1¢ nhiém va sy dé khang khang sinh ctia vi khuan Salmonella
phan 1ap tir cac mau thu thap trong moi trudng chin nudi ga tai cic trang trai thudc tinh Binh Duong. Tong
s6 1.316 mau di dugc thu thap tir 65 trang trai chin nudi ga thit (16ng tring va 1ong mau) trén 20 ngay tudi
dé phan 1ap vi khuan Salmonella. Két qua nghién ciru cho thiy c6 59/65 trai c6 su hién dién cta vi khuan
Salmonella véi 486 chiing phan 1ap tir cac loai mau khac nhau (61 mau nudc, 67 mau thic an, 103 mau bui,
122 mau nén chudng, 63 mau swab 15 huyét, 70 mau con tring). Cac chung Salmonella da phan lap dé khang
manh nhat véi penicillin, oxytetracycline va doxycycline véi ty 1é trén 90%; tiép dén 1a amoxicillin, florfenicol
va streptomycin chiém 80%, dé khang thap nhat vdi colistin véi ty 1& 10,3%. Cac chung Salmonella phan lap
tir mau nudc dé khang véi khang sinh thap hon dang ké so véi cac loai mau khac (p < 0,001). Salmonella
duoc phan 1ap tir cac trai chin nudi quy mo 16n khang nhiéu loai khang sinh hon so véi cac trai ¢6 quy mé vira
(p<0,01). Salmonella phan 1ap tir ga 16ng tring co ty 1& khang khang sinh trung binh cao hon so véi ga 16ng
mau (p<0,05). Mbi twong quan cao vé khang khang sinh cia vi khudn véi cac cip khang sinh dugc ghi nhan,
trong d6 cao nhat 1a véi ceftiofur - cefpodoxime (0,983), tiép dén 1a oxytetracycline - doxycycline (0, 919)
amoxicillin - ﬂorfenlcol (0,742), amox101111n oxytetracycline (0,675). Mdi tuong quan ndy d6i véi mot sb cap
khang sinh c6 hé sb tuong quan gan bang 0 hodc twong quan 4m, giita colistin voi hau hét cac khang sinh con
lai c6 murc trong quan rat thap. Khang khang sinh cta Salmonella phan 1ap duogc tir mot sd cip mau co hé sb
tuong quan cao nhu: thirc an - nén chuéng (0,699), thurc an - con trung (0,680), thirc an - buyi (0,609).
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SUMMARY

This study was conducted to determine the infection rate and antibiotic resistance of Salmonella
bacteria isolated from samples collected in chicken farming environments in Binh Duong province. A
total of 1,316 samples were collected from 65 broiler chicken farms (white and colored feathers) with
chickens over 20 days old for isolating Salmonella bacteria. The study results showed that Salmonella
bacteria were present in 59 out of 65 farms, with 486 strains isolated from various samples (61 water
samples, 67 feed samples, 103 dust samples, 122 barn floor samples, 63 anal swab samples, and
70 insect samples). The isolated Salmonella strains showed the strongest resistance to penicillin,
oxytetracycline, and doxycycline, with a rate of over 90%; followed by amoxicillin, florfenicol, and
streptomycin at 80%, and the lowest resistance to colistin at 10.3%. Salmonella strains isolated from
water samples showed significantly lower antibiotic resistance compared to other samples (p < 0.001).
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Salmonella isolated from large-scale farms showed greater resistance to a wider range of antibiotics
compared to medium-scale farms (p<0.01). Salmonella isolated from white-feathered chickens had a
higher rate of average antibiotic resistance compared to colored-feathered chickens (p<0.05). A high
correlation was observed between Salmonella antibiotic resistance and the antibiotic pairs, with the
highest correlation with ceftiofur-cefpodoxime pair (0.983), followed by oxytetracycline-doxycycline
(0.919), amoxicillin-florfenicol (0.742), and amoxicillin-oxytetracycline (0.675). This correlation for some
antibiotic pairs, with correlation coefficients close to zero or negative. There is a very low correlation
between colistin and most remaining antibiotics. Antibiotic resistance of Salmonellaisolated from several
sample pairs had high correlation coefficients such as: feed - bedding (0.699), feed - insects (0.680),
feed - dust (0.609).
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