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TOM TAT

Babesia spp. ky sinh trong hdng cau ché & moi do tudi, gy bénh cho ché ¢ nhiéu noi
trén thé gidi. Nghién ctru nay duoc thuc hién nhim xac dinh thanh phﬁn loai va dic diém
di truyén cta Babesia spp. dang luu hanh trén ché tai phong kham thé y Pet Care, thanh
phd Sa Péc, tinh Pdng Thap. Nghien cru da chon dai dién 7 mau duong tinh v6i Babesia
spp- (bang ca hai phuong phap phét mau nhudm soi va PCR) dé giai trinh tu gen 18S rRNA.
Két qua nghién ctru cho thdy 7 chung Babesia sp. tai thuc dia c6 do twong ddng vé trinh ty
nucleotide tir 89,8% dén 100% v&i cac ching Babesia tham chiéu trén GenBank tir khip cac
khu vuc dia 1y va tuong dong 92,8% dén 100% véi cac chung Babesia di phéan lap trude do
tai Viét Nam. Phén tich cdy phat sinh loai cho thdy cac chung Babesia phan lap dugc thudc
3 loai: B. gibsoni (DT06), B. vogelz (DTO1, DT02 DTO03) va B. canis (DT04, DTO0S5, DT07)
ddng thoi chi ra sy da dang di truyen va mdi quan hé giita cac chung Babesia tai thanh phd
Sa Péc vdi cac chung trén toan cau.
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SUMMARY

Babesia spp. are intraerythrocytic parasites infecting dogs of all ages, causing significant
health threats to canines in many parts of the world. This study was conducted to identify
the species composition and genetic characteristics of Babesia spp. currently circulating
in dogs at the Pet Care Veterinary Clinic in Sa Dec city, Dong Thap province. Seven
Babesia spp. positive blood samples (confirmed by both stained blood smear microscopy
and PCR) were selected for sequencing of the 18S rRNA gene. The studied results
showed that the nucleotide sequences of the seven field strains shared 89.8% to 100%
similarity with Babesia reference strains from various geographic regions in the GenBank
database, and 92.8% to 100% similarity with strains previously isolated in Viet Nam.
Phylogenetic analysis revealed that the identified strains belonged to three species: B.
gibsoni (DT06), B. vogeli (DTO01, DT02, DT03), and B. canis (DT04, DT05, DT07). These
findings indicate the coexistence of multiple Babesia species in dogs in the study area,
as well as the genetic diversity and phylogenetic relationships between local strains and
those reported globally.
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