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TOM TAT

Nghién ctru dac diém phan tir gen Meq cua 4 chung virus gdy bénh Marek trén ga tha vuon & tinh
Kién Giang da dugc tién hanh bang phu(mg phép giai trinh tu gen Meq, phan tich trinh tu, cay phat sinh
loai va dac diém ciia protein Meq. Két qua nghién ctru cho thiy trinh tyr gen Meq clia 4 ching virus gy
bénh trén ga tha vuon tai tinh Kién Giang c¢6 do dai 1.020 nucleotide, ma hoa 339 amino acid. Bén ching
GaHV-2 & Kién Giang c6 ty 1& twong dong 99,2-100% nucleotide va 98,8-100% amino acid; twong dong
97,5-99,3% nucleotide va 94,5-99,1% amino acid so vdi cac ching doc luc v, vv, vv* co nguén géc tor mot
s6 quéc gia khac trong dit liéu GenBank; twong dong 98,5-99,3% nucleotide va 96,7-97,9% amino acid so
voi ching CVI988 (Intervet) (GenBank: DQ534538) giam doc (att). Két qua phan tich pha hé cho thay 4
chiing GaHV-2 ¢ Kién Giang c6 sur tién hod riéng va nam trong mot phan nhanh cting nhém véi chiing doc
Iuc cao vv ¢6 ngudn géc tir Viét Nam va co sy tuong dong kha cao voi chung GaHV-2/Italy/Ck/855/17
(MK139678) €6 nguon gbe tir Y, chung 571 (AY362710) ¢6 ngudn gdc tir My va cac chung doc lyc cao
(vv) c6 nguon goc tir Trung Quoc va Thai Lan. Pac diém phén tir ciia gen Meq cho thay bon ching lay
nhiém cho ga ¢ Kién Giang déu thudc nhom doc Iuc cao, 6 ty 1¢ proline thap trong gen Meq dao dong tir
21,01-21,18%; céc chung GAHV2-KG4- Viet Nam, GAHV2-KG6-Viet Nam, GAHV2-KG7-Viet Nam
c6 4 motif PPPP va 5 motif ngit quang chira cdc dot bién thir 2 clia ving glau proline (PRR): PPPP>P(Q/
A/R)PP, ching GAHV2-KG8-Viet Nam ¢6 3 motif PPPP va 6 motif ngat quang chira cac dot bién thu 2
cta ving giau proline (PRR): PPPP>P(Q/A/R)PP. Nghién ciru niy cung cip thong tin co gid tri vé dac
diém phén tir gen Meq ctia cac ching GaHV-2 luu hanh ¢ tinh Kién Giang.
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Molecular characterization of the Meq gene of Marek’s disease virus in
free-range chickens in Kien Giang province
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SUMMARY

The study on the molecular characteristics of the Meqg gene from 4 Marek’s disease virus
strains infecting free-range chickens in Kien Giang province was conducted through Meq gene
sequencing, sequence analysis, phylogenetic inference, and examination of Meq protein features.
The studied result showed that the Meq gene sequence length of the 4 viral strains from Kien Giang
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included 1,020 nucleotides, encoding 339 amino acids. The 4 GaHV-2 strains from Kien Giang
shared 99.2—100% nucleotide similarity and 98.8—100% amino acid identity among themselves,
and showed 97.5-99.3% nucleotide similarity and 94.5-99.1% amino acid identity with virulent
strains (v, vv, vv+) from other countries in the GenBank database. Additionally, they exhibited 98.5—
99.3% nucleotide similarity and 96.7-97.9% amino acid identity with the attenuated vaccine strain
CVI1988 (Intervet) (GenBank: DQ534538). The result of phylogenetic analysis revealed that the
4 viral strains from Kien Giang have evolved independently and cluster in the same clade as the
highly virulent (vv) Vietnamese strain. They also shared high similarity with GaHV-2/Italy/Ck/855/17
(MK139678) from ltaly, strain 571 (AY362710) from the United States, and other vv strains from
China and Thailand. Molecular characteristics of the Meg gene indicated that all 4 strains infecting
chickens in Kien Giang belonged to the highly virulent group, characterized by low proline contentin
the Meg gene ranging from 21.01% to 21.18%. Strains GAHV2-KG4-Viet Nam, GAHV2-KG6-Viet
Nam, and GAHV2-KG7-Viet Nam possessed 4 PPPP motifs and 5 interrupted motifs with second-
site mutations in the proline-rich region (PRR): PPPP > P(Q/A/R)PP. Strain GAHV2-KG8-Viet Nam
had 3 PPPP motifs and 6 interrupted motifs containing second-site mutations in the PRR: PPPP
> P(Q/A/R)PP. This study provides valuable insights on the molecular characteristics of the Meq
gene of GaHV-2 strains that is circulating in Kien Giang province.
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