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TOM TAT
Nghién ctu dugc thyc hién nhim xéac dinh chung luu hanh va dac diém di truyén cua circovirus trén vit
tai thanh phd Can Tho. Chung t6i tién hanh khao sat 90 dan vit tai sau quan, huyén (O Mon, Thét Nét, Vinh
Thanh, Co D96, Thoi Lai va Phong Dién) va di xac dinh duoc ty 1& vit bi nhiém DuCV la 23,33% (21/90).
Giai trinh ty bn chung DuCV di xac dinh trong nghién ctru cho thy sy phan b cta bon ching thudc vé
hai genotype: DuCV-1 va DuCV-2. Trong do, DuCV-1 Iuu hanh véi ba subtype 1a DuCV-1a, DuCV-1b va
DuCV-1c. Phan tich trinh ty nucleotide ORF2 cua cac chung DuCV nghién ctru so véi cac ching tham
chiéu (tir Thai Lan va Trung Qudc) trén Ngan hang Gen cho thiy muc tuong dong 14 >98%. Phan tich trinh
t amino acid ghi nhan 34 vi tri khac biét giira hai serotype DuCV-1 va DuCV-2, trong d6 21 vi tri dau
NNITALVRSFISYRKSLPTL(V)P(Q) déc trung cho DuCV-1a so véi cac subtype DuCV-1b va DuCV-1c.
Ngoai ra, 13 vi tri amino acid khac biét gitta cac subtype DuCV-1 gf)m 24-25, 33, 36, 44, 52, 63, 68, 76-77,
85, 103, 125, 127-128, 130, 139, 145, 164, 173, 180, 198, 204, 208, 214-218, 226, 234, 253, 256-259, anh
huong dén ciu triic va chiic ning ciia protein cap. Phan tich cdy pha hé di truyén d xac dinh dugc mbi quan
hé gin gili gitra cac chung DuCV tai thanh phd Can Tho véi cac ching DuCV tir Thai Lan va Trung Qudc.
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SUMMARY

This study was conducted to identify the circulating strains and genetic characteristics of circovirus in
ducks in Can Tho city. We surveyed 90 duck flocks across six districts (O Mon, Thot Not, Vinh Thanh, Co
Do, Thoi Lai, and Phong Dien) and infection rate of ducks with circovirus was determined to be 23.33%
(21/90). Sequence analysis of four DuCV strains identified in this study revealed that the four DuCV
belonged to two genotypes: DuCV-1 and DuCV-2. Among them, DuCV-1 was found to be circulating with
three subtypes: DuCV-1a, DuCV-1b, and DuCV-1c. Comparison of the ORF2 nucleotide sequences of the
DuCV strains from this study with reference sequences of DuCV from Thailand and China in the GenBank
showed that their similarity level was >98%. The result of amino acid sequence analysis showed that
there were 34 variable positions between the two serotypes, DuCV-1 and DuCV-2. Of which, the first 21
amino acid residues (NNITALVRSFISYRKSLPTL(V)P(Q)) were unique to DuCV-1a compared to DuCV-
1b and DuCV-1c. Additionally, 13 amino acid variations distinguishing DuCV-1 subtypes were recorded at
positions, such as: 24-25, 33, 36, 44, 52, 63, 68, 76-77, 85, 103, 125, 127-128, 130, 139, 145, 164, 173,
180, 198, 204, 208, 214-218, 226, 234, 253, and 256-259, potentially influencing the structure and function
of the capsid protein. Phylogenetic analysis demonstrated a close genetic relationship between the DuCV
strains circulating in Can Tho city and those from Thailand and China.
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