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TOM TAT

PRRSV d luu hanh hon 30 ndm trén toan cau, gay thiét hai nghiém trong cho nganh chan nudi lon. Tai
Viét Nam, dich PRRS xuét hién tir naim 2007 va van dang la mdi de doa 16n dbi vai nang suét va an toan sinh
hoc trong nganh chin nuéi lon. Trong nghién ctru nay, 150 mau PRRSV, genotype II thu thap tir 21 tinh mién
Béc va mién Trung (2022-2024) da dugc gii trinh tu, trong d6 137 mau da giai trinh ty ORFS5 thanh cong dé
phéan tich pha hé. Két qua phan tich da xac dinh dugc 7 dong phu PRRSV, bao gém: L1A,L3,L5A,L7,L10,
L8C va L8E; voi L8E (63,5%) va L5A (16,8%) 1a phd bién nhét. L8E co da dang di truyén cao, chia thanh 5
nhém va phan bd rong, trong khi cac dong phu con lai méi xuat hién gan ddy va can theo ddi chat chd. Két
qua ctia nghién ciru ndy nhan manh tim quan trong cua viéc giam sat va kiém soat cac dong PRRSV, dic biét
1a L5A va L8E, nhim nang cao hiéu qua phong chdng dich bénh PRRS tai Viét Nam.

Tir khéa: Virus gay hoi ching suy giam hé hap va sinh san ¢ lon (PRRSV), dong, dong phu.
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SUMMARY

PRRSV has been circulating globally for over 30 years, causing significant economic losses to
the swine industry. In Viet Nam, PRRS outbreaks have been occurred since 2007 and now day still
remaining as a major threat to productivity and biosecurity in swine industry. In this study, 150 PRRSV
genotype ll-positive samples collected from 21 provinces in Northern and Central, Viet Nam (2022—
2024) were sequenced, of which there were ORF5 sequences of 137 samples successfully identified
for phylogenetic analysis. The analysis result showed that there were 7 PRRSV sub-lineages identified,
such as: L1A, L3, L5A, L7, L10, L8C, and L8E, with L8E (63.5%) and L5A (16.8%) being the most
prevalent. L8E exhibited high genetic diversity, clustering into five groups and widely distributed, while
other sub-lineages recently emerged and required to monitor closely. The results of this study emphasise
the importance of surveillance and control for PRRSV sublineages, particularly L5A and L8E, to improve
the PRRS disease prevention in Viet Nam.
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