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TOM TAT

Hai chung virus viém gan vit (duck hepatitis A virus — DHAV) phan 14p nim 2023 tai tinh Dong Nai (ky hiéu
DVHICNCO05.1) va tinh Lam Déng (ky hiéu DVH3CNCO1.1) di dugc danh gia vé mot s6 dic tinh sinh hoc
va sinh hoc phén tir & Iwa chon chung tiém ning cho nghién ctru phat trién vacxin. Két qua danh gia cho thiy
hai ching DHAV déu c6 kha nang thich g, 6n dinh va nhan Ién t6t trén phoi ga 9-11 ngay tudi, hiéu gia virus
dat 107°EID, /ml, thudn khiét kh@ng bi tap nhiém céc loai virus. Toan bo gen khang nguyén VP1 cua hai ching
nghién ctru da dugc thu nhan gom 714 nucleotide (voi chung DVHICNCO05.1) va 720 nuclotide (véi ching
DVH3CNCO1.1) mi hoa lan luot 238 amino acid va 240 amino acid. Phan tich pha hé ngudn goc dya trén trinh
tu nucleotide gen VP1 cuia 66 ching DHAV cho thay ching DVHICNCO05.1 thudc genotype DHAV 1, ¢6 mbi
quan hé gin giii v6i cc ching cta Viét Nam, Han Qudc va Trung Qudc; ching DVH3CNCO1.1 thude nhém
genotype DHAV-3, c6 mdi quan hé gan giii v6i cac chung cua Viét Nam va Trung Quéc. Cac chung DHAV
trong cling genotype c6 ty 1é ddng nhat vé nucleotide va amino acid tir 95% - 100% va 98% -100%. Tuy nhién
gitra hai genotype thi ty 1¢ dong nhat vé nucleotide va amino acid thap; twong tng chi dat tir 70,1%-71,1% va
76,4%-77,2%. Cho dén nay ca hai genotype DHAV-1 va DHAV-3 dang luu hanh dong thoi tai Viét Nam.

Tir khéa: DHAV, lidu gay nhiém 50% phoi (EID,,), gen VP1, genotype, pha h¢ ngudn goc.
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SUMMARY

The duck hepatitis A virus strains - DVH1CNCO05.1, which was isolated in Dong Nai province, and
DVH3CNCO01.1, which was isolated in Lam Dong province in 2023, they were evaluated on specific
biological and molecular biology characteristics in order to select the potencial strains for developing
vaccine. The research results showed that both strains were adaptable, stable and multiplied in
9-11-day-old chicken embryos, the virus titer reached 107° EID/ml, pure and without contamination
with other viruses. The entire VP1 antigen genes of the two studied strains was collected, consisting
of 714 nucleotides (with DVH1CNCO05.1 strain) and 720 nucleotides (with DVH3CNCO01.1 strain)
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encoding 238 amino acids and 240 amino acids, respectively. Phylogenetic analysis based on the VP1
gene nucleotide sequence of 66 DHAV strains revealed that DVH1CNCO05.1 strain belonged to the
DHAV1 genotype having relationships with the strains of Viet Nam, Korea, and China. DVH3CNCO01.1
strain belonged to the DHAV-3 genotype group having relationships with the strains of Viet Nam and
China. The DHAV strains in the same genotype had nucleotide similarity and amino acid identity level
ranging from 95% to 100% and 98% to 100%, respectively. However, the similarity and identity level of
nucleotide and amino acid between the two genotypes was low, only 70.1% -71.1% and 76.4%-77.2%,
respectively. Both DHAV-1 and DHAV-3 genotypes currenly have been circulating in Viet Nam.
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