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TOM TAT

Dich ta heo chau Phi (African swine fever — ASF) l1a bénh truyén nhiém _nguy hiém do virus
ASF (ASF V) gy ra trén heo. Hién nay, tlnh hlnh dich bénh va bién dbi di truyén ciia ASFV tiép tuc
dién bién phirc tap tai Viét Nam va ¢ mot s6 quoc gia trén thé gigi. Nghién ciru nay duoc thuc hién
nham bao c4o phat hién va phén tich dic diém di truyén cia mot chung ASFV tai to hop (rASFV/
Vietnam/CT-OM-2/2024) trén dan heo nhap tinh tai thanh phd Can Tho. Thong qua két qua giai trinh
tu toan bd hé gen va phan tich dic diém di truyén dya trén trinh tu nucleotide ctia mot s6 gen quan
trong (B646L — p72, EP402R — CD2v, E183L — p54, A137R va F778R) cua rASFV/Vietnam/CT-
OM-2/2024 va cac ASFV tham chiéu da khang dinh rASFV/Vietnam/CT-OM-2/2024 1a chung téi t
hop giita kiéu gen I va II. Phan tich trinh tu toan b hé gen ciia cac chiing cho thay rASFV/Vietnam/
CT-OM-2/2024 c6 quan hé di truyén gan véi cac chung ASFV tdi t6 hop phat hién trude do tai cac
tinh phia Bac Viet Nam va Trung Qudc. Két qua nghién ciru nay canh bao kha nang lan rong ciia cac
chung ASFV tii t6 h(yp tai Viét Nam, dong thoi kéu g01 tang cudng giam st dich bénh, dic diém di
truyén ctia virus va trién khai cac bién phap phong, chong ASF hiéu qua.
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SUMMARY

African swine fever (ASF) is a highly contagious disease caused by African swine fever
virus (ASFV) in swine. Currently, the epidemic situation and genetic variation of ASFV continue
to develop complicatedly in Viet Nam and in some countries around the world. The objective
of this study aimed at reporting the detection and genetic characterization of a recombinant
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ASFV strain (rASFV/Vietnam/CT-OM-2/2024) found in the pigs imported into Can Tho city for
slaughtering. Through the results of whole genome sequencing and genetic analysis based on
nucleotide sequences of some important genes (B646L — p72, EP402R — CD2v, E183L — p54,
A137R, and F778R) of rASFV/Vietnam/CT-OM-2/2024 and reference ASFVs confirmed that
rASFV/Vietnam/CT-OM-2/2024 was a recombinant strain between genotypes | and Il. Based
on whole genome sequence analysis of the strains showed rASFV/Vietnam/CT-OM-2/2024
was genetically closely related to recombinant ASFV strains previously detected in the northern
provinces of Viet Nam and in China. The results of this study warn of the potential spread
of recombinant ASFV strains in Viet Nam, and call for enhanced disease surveillance, virus
genetic characteristics, and implementation of effective ASF prevention and control measures.
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