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TOM TAT

Bénh dich ta heo chau Phi (African swine fever — ASF) do virus ASF (ASFV) gay ra la mot
bénh truyén nhidm cip tinh ¢ heo gdy anh hudng nghiém trong dén nganh chin nudi heo tai Viét
Nam va mot sd nude trén thé gioi. Nghién ctru nay nham khéo sat su luu hanh va xac dinh dac
diém di truyén cua ASFV tai tinh Ca Mau. Nghién cuu tién hanh thu thap 72 mau mau, bénh
phém heo tai cac ho chan nudi va co so giét md. KV thuat realtime-PCR va PCR duogc st dung
dé xac dinh sy hién dién ASFV va khuéch dai gen B646L (p72). Két qua nghién ciru cho thiy
34,72% (25/72) miu duong tinh véi ASFV. Phan tich phét sinh loai dua trén doan gen B646L
(p72) cho thiy cac ching ASFV phat hién dugc thugc kiéu gen II va twong dong voi cac ching
ASFV phat hién trude d6 tai Viét Nam. Nghién ctru nay cung cap thong tin vé sy hién dién va
dic diém di truyén cia ASFV tai Ca Mau va dé nghi ting cudng chuong trinh giam sat ASFV tai
tinh Ca Mau va céc tinh dong bang séng Ciru Long phuc vu cho viéc phat hién sém mam bénh

va giam thiéu nguy co lay lan dich bénh.
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SUMMARY

African swine fever (ASF) is caused by the ASF virus (ASFV), a highly infectious disease in
pigs and seriously affects the pig industry worldwide. This study aimed to conduct surveillance
and genetic characterization of ASFV in Ca Mau province. The present study collected 72
blood, specimen samples from pigs in households and slaughterhouses. Realtime-PCR
and PCR techniques were utilized to identify and amplify the B646L (p72) gene of ASFV,
respectively. The studied results indicated that 34.72% (25/72) samples were positive with
ASFV via realtime-PCR technique. Phylogenetic analysis based on partial of B646L (p72) gene
demonstrated that the ASFV strains belonged to genotype Il and were genetically closed to
ASFV strains previously identified in Viet Nam. Therefore, this study provides information on
the presence and genetic characteristics of ASFV in Ca Mau and recommends strengthening
the ASFV surveillance program in Ca Mau province and other provinces of the Mekong Delta to
support early pathogen detection and minimize the risk of disease spread.
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