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TOM TAT
Bénh ty huyét tring 1a bénh nguy hiém va pho bién trén dong vat do vi khuan Pasteurella multocida
(P multoczda) gay ra. Bénh thuong dién ra & thé cap tinh, gay ty 18 tir vong cao, 1én dén 100% néu khong
dugc diéu tri kip thoi. Vi khuan P. multocida dugc chia thanh 5 serotype A, B, D, E va F; gdy bénh trén
cc loai vt chu dac hiéu khac nhau. Viéc sir dung va danh gia hi¢u qua cua vacxin phong bénh la mét yéu
cau vo cing can thiét cho nganh chdn nuoi cia moi quoc gia. Trung tim Kiém nghiém thudc thu y trung
wong I hién dang luu giir chung giéng vi khuan tu huyét tring trau, bo Pb.2 phuc vu cho cong tac nghién
clru, san xuét va danh gia vacxin, cing nhiéu myc dich khac. Tuy nhién, tir truéc dén nay chua cé nghién
ctru ndo vé dic tinh di truyén ciia chung giéng néi trén. Trong nghién ctru nay, chung t6i tién hanh dinh
danh chung Pb.2 bang phuong phép PCR, giai trinh tu gen va phan tich pha hé nguon goc. Két qua di dinh
danh duogc chung vi khuan Pb.2 dang luu giit 1a P multocida serotype B gdy bénh tu huyét tring & trau,
bo. Céc gen ddc luc cua chung Pb.2 cling da dugc xéac dinh.
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SUMMARY

Pasteurellosis, adangerous and common disease in animals, itis caused by the bacteria Pasteurella
multocida (P. multocida). These gram-negative bacteria belong to the Pasteurellaceae family and
infect various livestock species worldwide, especially pigs, buffaloes, and cattle. The disease
often manifests acutely, leading to high mortality rates, reaching 100% if left untreated (TCVN
8400-56:2023). The five serotypes of P. multocida (A, B, D, E, and F) infect various specific host
species (Harper et al,, 2006). Effective disease prevention through vaccination is crucial for the
livestock industry. The National centre for veterinary medicine control No. 1 currently is preserving
the P. multocida strain Pb.2 for research, vaccine development, and other purposes. However,
its molecular characteristics remain unknown. In this study, we identified strain Pb.2 using PCR
method, sequencing, and phylogenetic analysis. The studied results revealed that Pb.2 belonged
to P. multocida serotype B, causing pasteurellosis in cattle and buffalo. Additionally, the virulence
genes of the Pb.2 strain was also identified.
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