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TOM TAT

Nghién ctru nay dugc thuc hién nham x4c dinh sy hién dién cia mot sd gen doc lyc va gen khang khang
sinh trén 151 chang vi khuén Escherichia coli phan lap tir bo & dong bang song Ctru Long trong ndm 2022 bing
phuong phap PCR. Két qua nghién ctru cho thay trong tong s6 151 ching E. coli, c6 74 ching (49,01%) mang
tir 1 dén 4 gen doc luc da dugce xac dinh. Trong do, cac chung chi mang gen stx/ hién dién voi ty 1€ cao nhét
(14,57%), ké den la cac ching mang hai gen doc luc stx2 + hlyA (11,92%). Cac chung vi khuén E. coli da dugc
thir nghiém vé tinh man cam cua ching véi 13 loai khang sinh bang phuong phap khuyéch tan trén dia thach.
Két qua nghién ctru cho thay cac chung E. coli nhay cam cao d6i v6i hau hét cac loai khang sinh, tuy nhién van
co ty 1é cao cac ching E. coli dé khang véi ampicillin (47,68%), colistin (46,36%), streptomycin (43,71%), va
tetracycline (41,72%). Cac chung E. coli nay ¢6 thé dé khang tir 1 dén 12 loai khang sinh dugc khao sat va da
khang véi 5 loai khang sinh (18,54%) 1a pho bién nhét. Két qua kiém tra su hién dién ctia 5 gen dé khang khang
sinh (blaampC, blaTEM, blaCTX-M1, strA va aadAI) bang phuong phap PCR cho thiy gen blaampC hién dién
trén tét ca 151 ching E. coli (100%), ké dén 1a gen str4 (45,70%), gen blaTEM (43,05%), va gen xuét hién it
nhét 14 blaCTX-M1 (9,93%). C6 13 kiéu ghép gen khang khang sinh trén cac chung E. coli da duge ghi nhan, va
kiéu ghép gen blaampC + blaTEM + str4 xuat hién pho bién nhat (13,25%). Su hién dién cta cac gen doc luc va
khang khang sinh trén vi khudn E. coli phan lap tir bd & dong bang song Ctru Long cho thiy mdi nguy nay can

duoc quan tim nham bao vé sirc khoé vét nudi va sirc khoe cong dong & dong bang song Ciru Long.
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SUMMARY

This study was conducted to determine the prevalence of virulence genes and antibiotic-resistance
genes in 151 Escherichia coli strains isolated from cattle in the Mekong Delta in 2022, by PCR assay.
The studied result showed that out of 151 isolated E. coli strains, there were 74 strains (49.01%)
harboring from one to four virulence genes investigated. Among them, the rate of strains harboring the
stx1 gene was the highest (14.57%), followed by the strains carrying two virulence genes: stx2 + hlyA
(11.92%). Testing the antimicrobial susceptibility of the isolated E. coli strains with 13 antibiotics was
carried out by Kirby—Bauer method. The tested result showed that the E. coli strains were sensitive
with most of the antibiotics, However, there was still a high rate of E. coli strains resistant to ampicillin
(47.68%), colistin (46.36%), streptomycin (43.71%), and tetracycline (41.72%). Those E. coli strains
could resist from one to twelve antibiotics, and the resistance to 5 antibiotics (18.54%) was the
most popular. The result of testing prevalence of five antibiotic-resistance genes (blaampC, blaTEM,
blaCTX-M1, strA, and aadA7) showed that the blaampC gene was presented at all 151 E. coli strains
(100%), followed by strA gene (45.70%), blaTEM gene (43.05%), and blaCTX-M1 (9.93%). Thirteen
antibiotic-resistance patterns of E. coli strains were recognized, and the pattern of blaampC + blaTEM
+ StrA was exhibited popularly (13.25%). The prevalence of virulence genes and antibiotic-resistance
genes in E. coli isolated from cattle in the Mekong Delta indicate that these factors is a hazard that
needs to concern to protect the animal and community health in the Mekong Delta.
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