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TOM TAT

Chuing t6i d thu thap 180 mau huyét thanh va 9 mau bénh pham thai kho nghi nhidm parvovirus dé thuc
hién nghién ctru nay. Két qua kiém tra bang phan tmg PCR cho thdy c¢6 15/189 mau duong tinh v6i parvovirus
(7,94%), tat ca 15 ching parvovirus nay déu thudc type 1 (PPV1). Két qua phan 1ap cho thay sau 3 doi nudi ciy,
chiing t6i déu phat hién su c6 mit cua parvovirus bang ca phuong phap quan sat CPE va phuong phap PCR.
Day 14 nghién ctru dAu tién tai Viét Nam phan lap thanh cng cac chung parvovirus trén dong té bao PK15. Két
qua phan tich trinh ty gen VP2 cho thiy cac chiing parvovirus phan lap dugc trong dong 100%, khong co sy sai
khéc gitta cc ving dia ly. Két qua so sanh trinh ty gen VP2 ciia chung parvovirus ching t6i phan lap duoc voi
cac chiing cong b trén Ngan hang Gen (GenBank) cho thiy ¢ mirc d twong dong kha cao (91,9% - 92,7%),

trong d6 mitc do trong dong cao nhét véi ching PPV2010 - China, md s6 GenBank: IN872448.1 (92,7%).
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SUMMARY

A total of 180 serums and 9 stillbirths samples from the sows suspecting parvovirus infection were
collected for implementing this study. The result of PCR analyses showed that there were 15/189
(7.94%) samples positive with parvovirus and all 15 parvovirus strains belonged to type 1 (PPV1).
After three generations of culture, the presence of parvovirus was identified by CPE observation
and PCR methods. Thus, this is the first study in Viet Nam successfully isolated parvovirus strains
on PK15 cells. The results of VP2 gene sequence analysis indicated that the similarity level of the
isolated PPV strains was 100% and they were not different among the geographical regions. The
similarity level of the VP2 gene sequences of these parvovirus strains and other strains on the
GenBank was relatively high (91.9 % to 92.7%), of which similarity level with strain PPV2010 - China
(Accession number JN872448.1) was highest (92.7%).
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