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TOM TAT

Bénh rut moé vit 1a mot trong nhitng bénh truyén nhiém cap tinh do parvovirus gy thiét hai kinh
té 10n trong chan nudi vit do ty 1é mic bénh va ty 18 chét cao. Nghién ctru nay nham xac dinh mot
sb dic diém sinh hoc phan tir cia gen VP3 tir parvovirus gay bénh rut mo vit tai huyén Tuy Phudc,
tinh Binh Pinh. 120 mau ndi tang cua vit nghi méc bénh rut mé duge thu thap dé phuc vu cho cong
tac chan doan bang phuong phap PCR nham phat hién gen VP3. Két qua nghién ctru cho thay, trong
120 mau bénh pham thu thap ¢6 55 mau duong tinh véi parvovirus; chiém 48,83%. Két qua giai trinh
tu va phan tich twong dong kiéu gen VP3 cta ba chung virus phan 1ap dugc (DUPV/BDPT, DUPV/
BDPH, DUPV/BDPS) cho thay su tuong dong kiéu gen voi cac ching parvovirus di cong bd trén
GenBank 12 96,07 - 98,26%. Phan tich pha hé cho thiy parvovirus trong nghién ciru nay thudc nhém
NGPV va c6 mirc tuong déng cao ciing nhanh véi ching vacxin cia ECO (Parvo/Vac/Eco), trong khi
khac nhanh véi parvovirus vacxin caa CNC (Parvo/Vac/CNC) trén cdy pha hé. Két qua nghién ctru
nay cho thay can tiép tuc nghién ciru dap tng mién dich sau tiém phong vacxin (Parvo/Vac/Eco) dé
¢6 co so khuyén cdo ngudi chan nudi sir dung vacxin phong bénh rut mo vit.
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SUMMARY

Derzsy’s disease in duck is one of the acute infectious diseases, caused by parvovirus, that
damage hugly economic in duck production, because of high infection and mortality rate. This study
aimed to determine some molecular biological characteristics of parvovirus caused duck shortbeak
disease at Tuy Phuoc district, Binh Dinh province. A total of 120 internal organs of ducks were collected
for diagnosis by polymerase chain reaction — PCR method. The studied results demonstrated that,
there were 55 positive samples (48.33%) from 120 disease duck samples. The results of sequencing
and analyzing parvovirus VP3 gene of 3 isolated virus strains (DUPV/BDPT, DUPV/BDPH, DUPV/
BDPS) in this study showed that the similarity level of genotype of these virus strains was 96.07 —
98.26% in comparison with the parpovirus strains published in GenBank. The results of phylogenetic
tree analysis showed that, the parvovirus strains in the present study belonged to NGPV group
and similarity with the parvovirus vaccine, in the same clade of ECO’s parvovirus vaccine and
different clade of the CNC’s parvovirus vaccine. From the results of this study, it is necessary to
continue studying the immune response after vaccination (Parvo/Vac/Eco) in order to have a basis
for recommending the use of vaccine against the duck shortbeak disease in the locality.
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