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TOM TAT

Nghién ctru dic diém dich té va ddc diém di truyén ciia parvovirus luu hanh trén cho tai Bén Tre giai
doan 11/2021 dén 4/2022 da duoc thuc hién nham muc dich kiém tra ty 18 nhidm bénh ciia CPV-2 trén
cho nudi. Mau phéan tir 339 cho co biéu hién tiéu chay da duoc thu thap dé x4c dinh sy nhiém CPV-2
bang kit test CPV-Ag va ky thuat PCR. Két qua nghién ciru cho thdy ty 18 nhiém CPV-2 trén cho 1a
28,32% (96/339), két qua ciing chi ra rang CPV-2 1a mot tac nhan gay bénh viém rudt tiéu chay trén cho.
Cho tir 2-3 thang tudi c6 ty 1¢ nhiém bénh cao nhat (39,1%) va nhiing cho di tiém phong vacxin c6 ty 18
nhiém thap hon so véi ché khong dugce tiém phong (5,88% va 46,8%). Két qua xac dinh genotype cia
6 chung CPV-2 cho thiy chung CPV-2¢ dang luu hanh va 13 genotype chinh gay bénh viém rudt tiéu
chay tai tinh Bén Tre. Két qua phan tich vé di truyén cho thiy nhiéu dot bién xay ra trén protein VP2 cua
chung CPV-2¢ (Met87Leu, 1le101Thr, Ser297Ala, Ala300Gly, Asp305Tyr, Asn375Asp, Ser426Ala).
Nhitng dot bién nay co thé anh huong tinh khang nguyén va tinh gay bénh ciia CPV-2, viéc tiém phong
CPV cho cho con 1a hét strc can thiét, gitp bao vé chung khoi nguy co bi 1ay nhidm bénh.
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SUMMARY

The study on epidemiological and genetic characteristics of parvovirus strains circulating in
the symptomatic dogs in Ben Tre province in the period from 11/2021 to 4/2022 was carried
out with the purpose was to examine the prevalence of CPV-2 in the domestic dog herds. The
fecal samples were collected from 399 diarrheic dogs for detecting CPV-2 by CPV-Ag test kit
and PCR technique. The studied result showed that the prevalence of CPV in the diarrheic dogs
was 28.32% (96/339), indicating that CPV-2 was a pathogen causing diarrhea in the domestic
dogs. The dogs from 2 to 3 months old were infected with the highest infection rate (39.1%)
and the morbidity rate of the vaccinated dogs was lower than the unvaccinated dogs (5.88%
and 46.8%, respectively). The result of genotyping 6 CPV strains showed that the CPV-2c was
circulating in Ben Tre province and it was a predominant genotype causing diarrheic disease.
Genetic analysis showed that mutations in VP2 protein of CPV-2c were found (Met87Leu,
lle101Thr, Ser297Ala, Ala300Gly, Asp305Tyr, Asn375Asp, Ser426Ala). These mutations might
affect antigenicity and pathogenicity of CPV-2, immunization for puppies with CPV vaccination
was necessary for protecting puppies from the risks of infection.
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