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TOM TAT

Tiéu chay 1a dau hi¢u 1am sang phd bién nhét ctia nhi¢u bénh & lon. Nguyén nhan 1 do nhiéu yéu tb
gdy ra chiu anh hudng ctia méi truong, quan 1y va sinh 1y. Céc tac nhan gy bénh lién quan 1a vi khuén,
virus va ky sinh tring. Myc dich ctia nghién ctru nay 1a xay dung phuong phap chan doan phat hién dong
thoi gen S cuia virus TGE, gen VP6 cua rotavirus type C ¢ lon (PoRVC), gen ORF2 cua virus PCV3, gen
InvA ctia Salmonella spp., gen F4, F18 gen ciia E. coli trong cac mau phan dé diéu tra dich t& hoc. Sau bo
moi duoc thiét ké dé phat hién 6 gen muc tiéu va mdi random duge sir dung cho phién ma ngugc (RT).
Gi6i han phat hién 13 0,001 ng/pl cho mdi gen muc tiéu. Tong s6 334 mau phan lon duoc thu thap tai Ha
Noi, Thai Nguyén, Phti Tho va Quang Ninh da duoc kiém tra bang 6 bo mdi. Ty 16 mau gop duong tinh
1an luot 12 4,6% TGEV; 1,53% PCV3; 3,1% PoRVC; 26,1% E. coli (gen F4); 1,53% E. coli (gen F18) va
3,07% Salmonella spp. Thai Binh c6 miu duong tinh véi E. coli (gen F4 va F18), Salmonella spp., TGEV.
Ha Noi c6 mau duong tinh v6i PORVC va E. coli (gen F4). Quang Ninh c6 mau dwong tinh véi E. coli (gen
F4), Salmonella spp., TGEV va PCV3. Thai Nguyén c6 mau duong tinh véi E. coli (gen F4) va TGEV.

Phii Tho chi c6 mau duong tinh véi E. coli (gen F4).
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SUMMARY

Diarrhea in pigs is the most common clinical sign in many pig diseases. The causes are
multifactorial etiologies influenced by environmental, management, and physiological factors. The
involved etiological agents are bacteria, viruses, and parasites. Surveillance of these pathogens
is rarely routinely performed. The aim of the present study was to develop a diagnostic method for
simultaneously detecting the S gene of transmissible gastroenteritis virus (TGEV), the VP6 gene of
porcine rotavirus type C (PoRVC), the ORF2 gene of porcine circovirus type 3 (PCV3), the InvA gene
of Salmonella spp., and the F4, F18 genes of E. coliin fecal samples for epidemiological investigation.
Six sets of primers were designed to detect six target genes, and a random primer was used for
reverse transcriptase (RT). The detection limit was 0.001ng/ul for each target gene. A total of 334 pig
fecal samples collected in Ha Noi, Thai Nguyen, Phu Tho, and Quang Ninh were tested with six sets
of primers. Percentages of the positive pooled samples were 4.6% of TGEV, 1.53% of PCV3, 3.1%
of PORVC, 26.1% of E. coli (F4 gene), 1.53% of E. coli (F18 gene), and 3.07% of Salmonella spp.,
respectively. The positive samples for E. coli (F4 and F18 genes), Salmonella spp., and TGEV were
found in Thai Binh. The positive samples for PORVC and E. coli (F4 gene) were found in Ha Noi. The
positive samples for E. coli (F4 gene), Salmonella spp., TGEV, and PCV3 were found in Quang Ninh.
The positive samples for E. coli (F4 gene) and TGEV were found in Thai Nguyen, and there was only
one positive sample for E. coli (F4 gene) found in Phu Tho.
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