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TOM TAT
Nghién ciru nay nhdm xéac dinh sy hién dién cua virus gay bénh viém thanh khi quan truyén nhiém
(mfectlous laryngotracheitis virus - ILTV) ¢ ga nudi tai mot sO huyén trén dia ban Ha Noi. Tong cong 36
mau gop gdm thanh quan, khi quan, phdi dwoc thu thap tir nhitg con ga c6 biéu hién nghi méic bénh do
ILTV. Phuong phap polymerase chain reaction (PCR) dugc sir dung dé phat hién genome cua ILTV trong
méu bénh pham. Két qua nghién ctru cho thiy genome ctia ILTV dugc xac dinh ¢ 2 mau (5,56%) trong
tong s6 36 miu nghién ctru. Cu thé: 2 (7,69%) trong tong s6 26 mau thu thap ¢ huyén Chuong My cho két
quéa duong tinh voi genome ctia ILTV, trong khi d6 cac miu thu thap & huyén Ba Vi khong phat hién thiy
genome ciia ILTV. Két qua phéan tich mot phan gen T} "hymidine kinase cho thay 2 chung ILTV xac dinh

trong nghlen clru ndy ¢6 muc trong dong 1a 100%. Két qua phan tich cay pha hé cho thy 2 chung ILTV
nay c¢6 mdi quan hé di truyén voi chung SDRZ02 ¢6 ngudn gdc tir Trung Qudc.
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SUMMARY

The objective of this study aimed at determining the presence of infectious laryngotracheitis virus
(ILTV) in chickens raised in some districts of Ha Noi City. A total of 36 pooled samples including larynx,
trachea, lung samples were collected from the chickens with clinical signs suspecting ILTV infection.
The polymerase chain reaction (PCR) method was used to detect the ILTV genome in the field samples.
The studied result showed that genome of ILTV was detected from 2 samples (2/36) accounting for
5.56%. In detalil, 2 (7.69%) from 26 samples collecting in Chuong My district were positive with genome
of ILTV, whereas genome of ILTV was not identified from the samples collecting in Ba Vi district. Genetic
analysis of partial Thymidine kinase gene sequences indicated that the nucleotide similarity level of two
Vietnamese ILTV strains obtained in this study was 100%. Phylogenetic analysis revealed that the two
Vietnamese ILTV strains were genetically related to the SDRZ02 ILTV strain reported in China.
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