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TOM TAT

Pé tai duoc thuc hién tir thang 6/2022 dén 11/2022 nham kiém tra su luu hanh, x4c dinh su man cam khang
sinh va sy hién dién gen khang khang sinh ctia vi khuan Salmonella phan 1ap tir con ky tom tai tinh Kién Giang.
Str dung phuong phap nghién ctru trong TCVN 4829:2005 (ISO 6579:2002) dé phan 1ap vi khuan, va tir 140
mau phén ky tém da phéan 1ap dugc 15,7% s lugng mau dwong tinh véi vi khuan Salmonella. St dung phuong
phép khuéch tan trén dia thach dé thir nghiém sw man cam véi khang sinh ciia vi khuan Salmonella. Két qua thir
nghiém cho thay vi khuan Salmonella nhay cam cao vdi ceftazidime, amikacin va levofloxacin (100%), nhung
khang lai v6i streptomycin (45,5%). Téng s6 17 kiéu hinh gen khang khang sinh da dugc ghi nhan, kiéu hinh
da khang ph6 bién 1a Sm+Te, Am+Ac+Cu (9,1%). Cac gen mé hoé kha ning khang khang sinh da duoc phét
hién bang phuong phap PCR, trong 6 gen gnrd chiém ty 1& cao nhét (72,7%) va thap nhat 1a gen retA (13,6%).
C6 sy hinh thanh 15 kiéu gen ghép khang khang sinh, trong d6 pho bién 1 bla,, +qrnd-+sulll (18,2%). Do do,
su hién dién cta vi khuan Salmonella c6 kha nang khang khang sinh trén ky tom la mét van dé can dugc quan

tam dé bao vé sirc khoé cong dong tai tinh Kién Giang.
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SUMMARY

This study was conducted from June, 2022 to November, 2022 to determine the circulation,
antibiotic susceptibility and presence of the antimicrobial-resistance genes of Salmonella strains
isolated from Phisignathus concincinus in Kien Giang province. Using the research method in
TCVN 4829:2005 (ISO 6579:2002) to isolate bacteria and from 140 fecal samples of Phisignathus
concincinus, there were 15.7% of positive samples with Salmonella detected. The results of the
antimicrobial susceptibility test using the antibiotic disc diffusion method indicated that Sa/monellawas
highly susceptible with ceftazidime, amikacin, and levofloxacin (100%); but resistant to streptomycin
(45.5%). There were 17 antibiotic-resistance patterns obtained, and the common combined patterns
were Sm+Te, Am+Ac+Cu (9.1%). The prevalence of antibiotic resistance genes was determined by
the PCR method. The studied results showed that the highest prevalence was gnrA gene (72.7%)
and the lowest prevalence was tetA gene (13.6%). A total of 15 combined gene patterns of antibiotic
genes were obtained, among them, the popular pattern was blaampc+qrnA+suIII (18.2%). Therefore,
the prevalence of Salmonella harboring the antibiotic-resistance ability of Phisignathus concincinus is
a crucial concern and need to pay attention to protect public health in Kien Giang province.
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