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TOM TAT

Bénh Ca-1é (CD) do Canine distemper virus (CDV) gay ra 1a mot bénh co ty 16 méc va ty 1& chét cao
trén dan cho canh ¢ Viét Nam. Phan tich trinh ty gen ctia cac ching CDV tir cac khu vuc dia Iy khac nhau
cho thdy c¢6 rat nhiéu su bién ddi trong bo gen ciia virus, ddc biét 1a & gen H. Trong nghién ciru nay, gen
H duoc phan 1ap tir 5 mau bénh phidm ciia cho duong tinh véi CDV thong qua bd kit xét nghiém nhanh
(Gemc Technology - Trung Qudc). Cac gen H duoc khuéch dai bang cach sir dung cip mdi dic hiéu,
khuéch dai mot doan 1.642 bp ciia gen H. Céc san phdm PCR sau khi khuéch dai dugc xac dinh bang
phuong phéap dién di trén gel agarose 2,0%. Céc san pham PCR duong tinh tiép tuc duoc tinh sach va giri
dén phong xét nghiém cong ty Sinh hoa Phu Sa dé giai trinh tyr DNA bang phuong phap Sanger. Két qua
phan tich cac doan gen khuéch dal cho thdy mirc d6 twong ddng vé trinh ty amino acid cua doan gen H
gitra cac chiing virus thuc dia 14 rit cao (87,74 - 100%); mirc do twong dong amino acid ciia ching CDV
thyc dia so voi amino acid cta cac ching CDV tir GenBank 1a 78,82 - 98,64%. Phan tich cay phat sinh

loai cho thdy cac chung CDV ¢ Tra Vinh thudc kiéu gen Asia 1 va America 1.
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SUMMARY

Carré disease (CD) caused by Canine distemper virus (CDV) is a disease having the high mortality
and infection rate in the ornamental/pet dogs in Viet Nam. The result of analyzing gene sequences
of the CDV strains in the different geographical areas showed that the genome of CDV had a lot of
variations, especially in the H gene. In this study, H gene was isolated from 5 positive dog samples
with CDV by using rapid test kit (Gemc Technology - China). The H gene was amplified by the
specific primers, amplifying a H gene fragment with 1.642 bp. The PCR products after amplifying were
determined by electrophoresis on 2.00% agarose gel. The positive PCR products were continuously
purified and sent to the laboratory of Phu Sa Biochemical Company for DNA sequencing by using
Sanger method. The result of analyzing the gene fragments showed that similarity level on amino acid
sequence of H gene fragment among the CDV field virus strains was very high (87.74 - 100%); the
amino acid similarity level of the CDV field virus strains compared to the amino acid similarity level of
CDV strains in GenBank was 78.82 - 98.64%. The result of analyzing phylogenetic tree showed that
the CDV strains isolated in Tra Vinh province belonged to genotypes Asia 1 and America 1.
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