KHOA HOC KY THUAT THU Y TAP XXIX SO 7 - 2022

Nabitn ciu khoa Hor

SU LUU HANH VA BIEN D1 DI TRUYEN CUA VIRUS CUM GIA CAM
TYPE A/HSNG TAI TiNH TRA VINH, BONG THAP VA KIEN GIANG

Trwong Thanh ST, Tién Ngoc Tién?, Ly Thi Lién Khai
TOM TAT
Nghién ctru dugce tién hanh nhdm xac dinh su luu hanh va bién ddi di truyén ciia virus cim gia cam type
A/H5NG tai 3 tinh Tra Vinh, Béng Thap va Kién Giang. 432 mau swab hﬁu—hong duoc thu thap tu ga, vit
ban tai cac diém budn béan, thu gom gia cam tai 12 chg thudc 12 huyén cua 3 tinh khao sat, trung binh 36
méaw/huyén. Bang phuong phap realtime RT-PCR, nhimg mau duong tinh véi virus cim type A dugc kiém
tra subtype H5 va N6. Cac mau sau khi dugc xac dinh c6 két qua duong tinh véi virus ciim gia cam type A/
H5N6 duoc chon dé giai trinh tw gen H5 va xdy dung cdy pha hé ciia cac chung virus ciim A/H5N6 dé so
sanh voi cac ching tham chiéu trén GenBank. Két qua nghién ctru cho thdy c6 sy luu hanh cta virus cam
gia cam type A/H5NG6 trong quan thé ga, vit tai tinh Tra Vinh va Kién Giang véi ty 1& thap 1a 1,39%. Ty 1¢
lwu hanh cua virus cim gia cam type A/H5N6 & ga 13 1,54% va 6 vit 1a 1,16%. Két qua phan tich sy bién
d6i nucleotide & ga va vit tai tinh Tra Vinh cho thdy sy twong dong nucleotide giita cac ching virus dang
Iwu hanh tai tinh nay (95,32%) va su sai khac vé& amino acid so v6i cac chung virus khac ¢ Viét Nam va céc
chiing trén thé giéi 1a 1,9 12,2%. Céc chiing virus ctim type A/H5SN6 phan lap tai tinh Tra Vinh thudc clade
2.3.4.4c va nam trong nhanh phat sinh cung véi cac chung virus phan lap dugc trén vit va vit xiém tai Viét
Nam ndm 2017-2019 va chiing virus phén 1ap trén ngdng tai Trung Qudc nam 2016.
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SUMMARY

The study was conducted to determine the circulation and genetic variation of type A/H5N6 avian
influenza virus in Tra Vinh, Dong Thap, and Kien Giang provinces. A total of 432 oropharyngeal swab
samples were collected from chickens and ducks in 12 poultry markets of 12 districts in 3 studied
provinces, average of 36 samples per district. By realtime RT-PCR method, the positive samples of type
A were tested for subtypes H5 and N6. These positive samples of type A H5NG6 avian influenza virus were
selected for sequencing H5 gene, and was built a phylogenic tree of type A/H5N6 virus for comparison
with the reference strains in GenBank. The studied results showed that the circulation of type A/H5N6
avian influenza virus in chicken and duck populations in Tra Vinh and Kien Giang provineces appeared at
low rate (1.39%). The circulation rate of type A/H5N6 avian influenza virus in chickens was 1.54% and in
ducks was 1.16%. The result of nucleotide genetic variation analysis showed that the nucleotide similarity
among type A/H5N6 avian influenza virus circulating in chicken and duck strains in Tra Vinh province
was 95.32% and the amino acid difference between other reported strains in Viet Nam and in the world
was 1.9 - 12.2%. The type A/H5NG6 avian influenza virus strains circulating in Tra Vinh province belonged
to the clade 2.3.4.4c and in the same phylogenetic branch with A/H5N6 influenza virus strains isolated in
Viet Nam in 2017-2019 and isolated in China in 2016.
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