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TOM TAT
Trong nghién ciru nay, dé xac dinh mot s6 gen doc luc ciia vi khuan Salmonella, ching toi da thu
thap 60 mau phin & ga c6 biéu hién tiéu chdy tai tinh Thdi Nguyén va Nam Dinh. Ty 1¢ mau phan
ga phan 1ap duoc Salmonella 1a 30%, trong d6 ty 1é mau phan ga phan lap dugc vi khan Salmonella
tai Thai Nguyén la 43,33% va tai Nam Dinh la 16,67%. Bang phuong phap PCR, 100% cac chung
Salmonella phan 1ap dugc déu mang gen déc trung 16S rRNA; c¢6 66,67% cac ching mang gen stn va

55,56% cac chung dugc xac dinh mang gen //37. Trong 18 ching Salmonella phan lap dugc, c6 10
chung Salmonella budc dau két luan 13 S. pullorum; chiém ty 1€ 55,56%.
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SUMMARY

In this study, we collected 60 fecal samples of chickens suffering with diarrhea from Thai
Nguyen and Nam Dinh provinces. The rate of fecal samples containing Salmonella was 30%, of
which this rate in Thai Nguyen province was 43.33% and in Nam Dinh province was 16.67%.
By PCR method, 100% of the isolated Salmonella strains carried the 16S rRNA genes; 66.67%
of the strains carried the stn gene and 55.56% of the strains carried the /737 gene. Out of 18
isolated strains, there were 10 strains preliminarily concluded to be S. pullorum strains (55.56%).
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