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TOM TAT
Nghién ctru di tién hanh xac dinh dic tinh sinh hoc, sinh hoc phén tir ciia 3 ching virus Ca-ré
duorc phéan lap tai 3 tinh, thanh ph6 (Ha Noi, Ninh Binh va Nghé An) trong ndm 2020. Két qua nuodi
cay cho thay 3 chung virus nhan 1én nhanh trén méi truong nudi cay té bao Vero-DST véi bénh tich
dién hinh thé hop bao (syncytium); hiéu gia virus dao dong tr 5,56 x 10° - 6,67 x 10° TCID, /ml.
Virus bat dau nhan 1én sau 6 gid gdy nhiém va pha huy té bao véi hidu gia virus cao nhat sau 48 gio
gy nhiém. Két qua giai trinh ty va phén tich gen H ciia 3 chiing virus VNUA.CDV.NA04, VNUA.
CDV.NBO05 va VNUA.CDV.HN11 cho théy céc chung virus nay thudc genotype Asia 1, nam cung
nhanh phét sinh ciia cac chiing tham chiéu dugc phan lap tai Viét Nam (2013- 2017) Trung Quoc Két

qua nghién ctu nay s& phuc vu cho cic nghién ctru chon va tao ching virus tiém niang dé san xuit ché
pham phong va diéu tri bénh Ca-ré.
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SUMMARY

Study on the biological and molecular biology characteristics of 3 Carré virus strains isolated
in Ha Noi City, Ninh Binh and Nghe An provinces was carried out in 2020. The culture result
showed that 3 CDV strains: VNUA.CDV.NA04, VNUA.CDV.NB05 and VNUA.CDV.HN11
multiplied rapidly on Vero-DST cells with typical lesions of syncytium with viral titers from 5.56 x
10°-6.67 x 10°TCID, /ml. Virus began multiplying after 6 hours of infection and destroying cells
(CPE) with the highest titer after 48 hours of infection. The result of sequencing and analyzing
the H gene of 3 CDV strains indicated that these virus strains belonged to genotype Asia 1,
located in the same phylogenetic branch of CDV strains that isolated in Viet Nam (2013-2017)
and in China. This studied results will serve for researches on selecting potential virus strains
to produce the bio-products for prevention and treatment of canine distemper.
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