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TOM TAT

Trong nghién ciru ndy, 550 mau bénh pham cua lon nghi nhidm virus DTLCP véi céc triéu trimg
va bénh tich dién hinh dugc thu thap tr 14 tinh thudc 7 vung sinh thai ndng nghiép tai Viét Nam dugc
xét nghiém bang phuong phép realtime-PCR di cho két qua duong tinh v6i virus DTLCP. Két qua
giai trinh ty va phan tich trinh tu gen cho théy cac chung virus DTLCP dang luu hanh tai Viét Nam
thuoc nhom kiéu gen II (genotype IT) va kiéu nhom huyét thanh 8 (serotype 8) dua trén trinh tu gen
p72 va CD2v, va c6 quan h¢ gan giii V01 cac chung virus gay bénh tai Trung Quoc nam 2018. Phan
tich trinh tu nucleotide ctia ving IGR nam giita gen I73R va I329L cho thay hau hét cc ching virus
DTLCP dang luu hanh tai Viét Nam thudc bién thé IGR II (IGR II variant). Cac két qua cua nghién
ctru nay 1a nguon théng tin hitu ich trong viéc nghién ctru phat trién vacxin phong bénh DTLCP va

gop phan vao cong tac phong chdng va kiém soat bénh DTLCP hiéu qua hon tai Viét Nam.
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SUMMARY

In this study, 550 samples from pigs suspecting with ASFV with the typical symptoms
and lesions were collected from14 provinces in 7 Agro-ecological regions in Viet Nam as the
materials for this study. The analysed result by realtime-PCR showed that 550 samples were
positive with ASFV. The results of sequencing and phylogenetic analysis showed that the ASFV
strains currently circulating in Viet Nam belonged to genotype Il, serotype group 8 based on
p72 and CD2v gene, respectively, and closely related to the virus strains causing disease in
China in 2018. Based on the sequence of the IGR region between 173R and 1329L genes, most
of ASFV strains currently circulating in Viet Nam belonged to IGR Il variant. Our studied results
provide useful information for developing vaccines against ASFV so as to prevent and control
ASFV in Viet Nam more effectively.
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