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PHAN TiCH TRINH TU MOT PHAN GEN NUCLEOPROTEIN (N)
CUA CHUNG VIRUS DAI TAI HA TIEN, KIEN GIANG

Truwong Phiic Vinh', Nguyén Dirc Hién?

TOM TAT
Nghién cuu nay duoc thuc hién véi muc dich xac dinh dac diém cua virus dai (chi Lyssavirus,
ho Rhabdoviridae, bd Mononegavirales) bang cach giai trinh ty mot phan gen nucleoprotein (N) dé
biét kiéu gen va phat sinh loai ctia chung virus dai 1230.2019 phat hién trén mot ché méic bénh dai &
Ha Tién, tinh Kién Giang, Viét Nam. MaAu néo dugc thu, vo trung tir cho chét dé phat hién virus dai.
Mau nay da duoc phat hién duong tinh bang phuong phap RT-PCR va giai trinh ty cho ndng do san
pham gen tét.

Trinh ty nucleotide va trinh ty amino acid cua ching vi khudn dai 1230.2019 véi cac ching virus
dai tham chiéu c6 muc do gidng nhau lan luot 1a 95,20-100% va 92,00-100%. Chung virus dai
1230.2019 ¢ ch6 bénh Ha Tién (Viét Nam) ciing quan hé di truyén véi 8 ching virus dai tham chiéu
trong nghién ctru. Chiing 1230.2019 c6 két qua phan tich khoang cach di truyén (0-0,16%) rit gin
véi 5 chung virus dai vacxin tham chiéu va ba ching virus dai ¢ cho bénh 6 GenBank. Pha hé dya
vao chudi gen nucleoprotein (N), ching 1230.2019 ¢6 mirc d6 dong nhit gan nhu tuyét ddi va tuong
ddng cao véi chiing vacxin Phap 93127FRA (vacxin RABISIN ngira dai dang dwoc str dung rong rai
O Viét Nam).
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Sequence analysis of partial nucleoprotein (N) gene of Rabies virus strain
in Ha Tien, Kien Giang
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SUMMARY

This study was performed with the aim of characterization of the rabies virus (genus: Lyssavirus
of the family Rhabdoviridae under the order Mononegavirales) by sequencing partial nucleoprotein
(N) gene of the rabies virus and phylogenetic analysis to know genotype and genealogy of rabies
virus 1230.2019 in the infected dogs in Ha Tien, Kien Giang province, Viet Nam. A brain sample
was aseptically collected from a dead dog to detect rabies virus. This sample was found to be
positive through RT-PCR assay, with high content genetic products through sequencing.

Arrangement of the nucleotide and amino acid sequences of the rabies strain 1230.2019 with
reference rabies strains showed the similarity of 95.20-100% and 92.00-100%, respectively.
Rabies virus strain 1230.2019 of infected dog in Ha Tien (Viet Nam) has the same genetic
relationship with eight reference rabies virus in the study. Strain 1230.2019 has genetic
distance analysis results (0-0.16%) very close to five reference rabies vaccine strains and three
strains of rabies virus in infected dogs in GenBank. Genealogy based on nucleoprotein (N)
gene sequence, strain 1230.2019 has almost absolute homogeneity and high similarity with
French vaccine strain 93127FRA (RABISIN vaccine against rabies is widely used in Viet Nam).
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