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TOM TAT
Bénh LMLM xay ra trén heo tai Viét Nam chu yéu la do virus LMLM thudc serotype O. Hi¢u qua cta
vacxin phong bénh LMLM khong chi phu thudc vao serotype ma con chiu anh huong cta topotype cta cac
ching virus LMLM. Trong nim 2019, nhiéu trai heo tuy da duoc tiém phong vacxin LMLM nhung dan heo
van bi bénh nghiém trong. Nghién ctru dugc thuc hién véi 15 ching virus LMLM thu nhén dugc tir heo bi bénh
tai céc trai heo thuoc mot sd tinh phia Nam Viét Nam va céc ching LMLM tu 3 loai vacxin LMLM thuong
mai & Viét Nam. Két qua dinh danh va phén tich di truyén d xac dinh 15/15 chung virus thuc dia trong nghién
ctru ndy déu thuge SEA topotype/dong Mya-98, khac hoan toan véi topotype cia cac chung virus LMLM trong
vacxin (ME-SA or Euro-SA). Ty 1€ tuong déng trinh tu nucleotide gitra 15 ching virus LMLM thuc dia va 3
chiing virus LMLM trong vacxin ¢ mirc thép (78,9 — 82,5%). Két qua nghién ctru cho théy, tinh trang bénh
LMLM van xay ra & cac trai heo tai Viét Nam khi da dugc tiém vacxin LMLM c6 thé lién quan dén sur khong

phu hop khang nguyén gilta chung virus LMLM vacxin va chung virus LMLM thuc dia, do vay va can cé
nhiing nghién ctru tiép theo vé van d& nay dé co chién luoc sir dung vacxin phi hop.
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SUMMARY

The occurrence of FMD in pigs in Viet Nam is mainly caused by FMD virus serotype O. The
effectiveness of vaccines against FMD depends not only on the serotype, but also influence of topotype
of the FMDV strains. In 2019, many pig farms have been vaccinated with FMD vaccine, but the pig
herds were still suffered seriously with FMD. This study was conducted with 15 FMDV strains obtaining
from the pig farms in some southern provinces, and FMDV strains from 3 commercial FMD vaccines.
The genetic analysis showed that 15/15 field FMDV strains in this study belonged to the Mya-98/SEA
topotype, it was completely different compared to the topotype of the FMDV strains from the vaccines
(ME-SA or Euro-SA). The similarity level of nucleotide sequence of 15 field FMDV strains and 3 vaccine
FMDYV strains was low (78.9 - 82.5%). The studied result showed that FMD was still occurred in the pig
farms in Viet Nam after the pigs were vaccinated with FMD vaccines. This may be related to antigen
nonconformity/mismatch between field FMDV strain and vaccine FMDV strain. This issue needs to be
studied further so that the strategy of using FMD vaccines will be considered appropriately.
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