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TOM TAT

Nghién ctu dac diém di truyén cua 7 chung virus Ca-ré dugc phan 1ap trén cho tai Bénh xa
Tht y, Pai hoc Can Tho dugc tién hanh béng céch giai trinh tu gen H cua virus, va so sanh trinh
tu nucleotide, amino acid gitta cac chung khdo sat véi cac chung thuc dia/vacxin dugc cong bb
trén GenBank. Két qua nghién ciru cho thay, cac chiing virus Ca-ré gay bénh trén ché dugce phan
1ap c6 thé cung chung mot ngudn gdc va luu hanh pho bién trong khu vuc nghién ctru véi mirc do
tuong dong cao (99,82-99,96%). Ngoai ra, su twong dong vé nucleotide giita cic ching nghién
ctru voi cac chung khac trén GenBank 1a 93,26-99,56% va véi cac chung vacxin trén GenBank
1a 96,72-97,08%. Céac chung virus Ca-ré dugc phan 18p trén chd trong nghién ctru nay thude
genotype Asia 1, Iuu hanh phd bién tai Viét Nam va cac nuéc chau A. Két qua nghién ciru nay
gép phén lam co so trong viéc diéu chinh, lua chon vacxin phu hop trong phong bénh Ca-ré tai
Viét Nam.
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SUMMARY

The study on genetic characteristics of 7 strains of Canine distemper virus isolated from
the infection dogs at the Veterinary Clinic, Can Tho University was conducted via sequencing
the H gene, and comparing the sequence of nucleotides, amino acids between the surveyed
strains and the field/vaccine strains published on the GenBank. The studied results showed
that these virus strains could be the same origin, and circulated frequently in the study area
with a high similarity levels (99.82—-99.96%). Moreover, the similarity levels on nucleotides
of the isolated strains with the other strains on the GenBank were 93.26-99.56%, and with
the vaccine strains on the GenBank were 96.72-97.08%. The Canine distemper virus strains
isolated from the infected dogs in this study belonged to the genotype Asia 1, circulating
commonly in Viet Nam and Asian countries. The results of this study contribute the basis
information for adjusting and selecting the appropriate vaccines against Canine distemper
virus in Viet Nam.
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