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TOM TAT

Nghién ciru dugc thuc hién tir thang 1/2022 dén thang 5/2022, nham xac dinh sy vay nhiém va su hién
dién gen doc luc cua Escherichia coli trén thit heo va moi truong giét mo & tinh Kién Giang. Tong s6 60
mau (24 mau thit, 24 mau phan, 4 mau nudc thai, 8 mau san giét md) di duoc thu thap tai 4 co s giét mo
dé 1am vat liéu cho nghién ctru nay. Két qua nghién ciru cho thay ty 18 hién dién cua E. coli 1a 34/60 mau
(56,67%). Trong d6, ty 1& hién dién E. coli trong mau phan (87,50%), mau thit (33,33%), mau nudc thai
va san giét mo (50%). Str dung k¥ thuat PCR da phat hién 91,89% chiing vi khuan E. coli phan lap dugc
c6 sy hién dién cua gen doc luc. Cac ching nay mang tir 1-2 gen doc luc, chiém ty 1€ cao nhét 1a gen Stx2
+ eae (28,57%). Sy hién dién cuia mot s6 gen doc luc khac trén vi khuén E. coli phan 1ap duoc lan luot 1a
gen Stx2 (70,27%), eae (43,24%), bfpa (18,92%), STh (8,11%), khong c6 su xuét hién cua gen LT va STa.

T khoa: Co s& giét md, gen doc luc, E. coli, mbi trudng, thit heo, tinh Kién Giang.
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SUMMARY

The study was conducted from January 2022 to May 2022 to determine the contamination and
presence of virulent genes of Escherichia coli in pork and slaughter environments in Kien Giang
province. A total of 60 samples (24 meat samples, 24 fecal samples, 4 wastewater samples, and
8 slaughter floor samples) were collected at 4 slaughterhouses for this study. The studied result
showed that the prevalence of E. coli was 34/60 samples (56.67%). Of which the prevalence of E.
coliin the fecal samples (87.50%), meat samples (33.33%), wastewater samples and slaughter floor
(50%). Using PCR technique for determining the virulent genes indicated that, 91.89% of the isolated
E. coli strains carried virulent genes. These strains carrying 1-2 virulence genes, with the highest
rate was Stx2 + eae genes (28.57%). The presence of some other virulent genes on the isolated
E. coli strains with the rate of Stx2 (70.27%), eae (43.24%), bfpa (18.92%), STb gene (8.11%) were
identified, but LT and STa genes were not found.
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